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Bombilactobacillus bombi GCF_964340835.1
Environmen! it Bombilactobacillus bombi Host taxon BioSamples 1  Data size (GB) 0.533 MB

Date Created 2024-12-18

Pedobacter helvus GCF_005925325.2

Environmen! It Pedobacter helvus Host taxon BioSamples 1  Data size (GB) 1.406 MB
activated sludge

Date Created 2024-12-17

Pedobacter ureilyticus GCF_005925345.2
Environment ~ Pedobacter ureilyticus Host taxon  tomato BioSamples 1  Data size (GB) 1.303 MB

Date Created 2024-12-17

Xanthomonas vasicola GOF_030551335.2
Environmen! It Xanthomonas vasicola Host taxon  Sorghum bicolor BioSamples 1  Data size (GB) 1.356 MB

Date Created 2024-12-09

Kwoniella pini CBS 10737 GCF_000512605.2
Environment  Kwoniella pini CBS 10737 Host taxon  missing BioSamples 1  Datasize (GB) 6.271 MB

Date Created 2024-12-07

Methylocapsa polymorpha GCF_045689225.1
Environmen It Methylocapsa polymorpha Hosttaxon  BioSamples 1  Datasize (GB) 1.201 MB

Date Created 2024-12-06

Congregibacter variabilis GCF_045689235.1
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