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Critical periods of brain development
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HENSCH, Takao K

International Strategic Advisor
We have revealed how early life experience shapes brain function: (Professor, Center for Brain Science, Harvard University)

specific GABA circuits trigger these “critical periods” then later limit corti- AN>¥a, 977 K
cal plasticity. We actively translate these basic principles into innovative [EIBRERE 7 1)\ —

prastioly. TVe actively princip O =)
therapeutic strategies for humans and novel Al.

Chromatin dynamics and evolution
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https://www.gmi.oeaw.ac.at/research-groups/frederic-berger/

BERGER, Frederic

International Strategic Advisor
We combine biochemical, molecular and phylogenetic approaches to (Senior group leader, Gregor Mendel Institute)

study the role of histone variants and their dynamics in shaping functional NIz, TLTFIUwy
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Epigenetics and chromatin
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Division of Nucleic Acid Chemistry 1%B&1{b = S MFTEERT
http://research.fhcrc.org/henikoff/en.html
HENIKOFF, Steven

Visiting Professor
To better understand the relationship between chromatin conforma- (Member, Fred Hutchinson Cancer Research Center)

tion and epigenetic inheritance, we have developed genomic and compu- HoAZOT, 27—V

tational tools to elucidate chromatin dynamics during transcription and BB X .
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replication, and the chromatin basis for centromere diversity.

Spatial control of bacterial cell division processes by reaction-diffusion mechanisms
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https://irp.nih.gov/pi/kiyoshi-mizuuchi
MIZUUCHI, Kiyoshi

Visiting Professor
Spatial control of many biological systems is considered to involve (Distinguished Investigator, NIDDKD, NIH)

mechanisms based on Turing-style reaction-diffusion principles. We study KA B
bacterial chromosome partition and cell division position control systems EHEHE

ome parti np Y CKELT R SHHEE)
as examples of this type of bio-control mechanisms.

Development of technologies for genome editing and optogenetics
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ZHANG, Feng
............................................................... | iating Associate Professor
Our group is developing and applying molecular and optical technolo- (Assistant Professor, McGovern Institute for Brain Research at MIT)
gies for probing brain function in health and disease. We hope that these Fv, TV

il i i EEATIE
gzvgazggroaches will improve our understanding and treatment of brain T T oy TRIASE 2 A IR 4IE)
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DNA Replication: Mechanism, Regulation and Misregulation
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http://www.crick.ac.uk/john-diffley
DIFFLEY, John F.X.

Visiting Professor
We aim to understand how our genomes are replicated efficiently and (Associate Research Director, The Francis Crick Institute)

completely in each cell cycle using biochemical reconstitution with purified T4 U=, I3V EX

proteins alongside genetics and cell biology in yeast and mammalian BRI N R ~
cells (ISVIROVYIRBRFAFY I TA SIS —F T4 05—)

Organogenesis in vertebrates
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STAINIER, Didier
............................................................... Visiing Professor
We investigate questions related to organogenesis of mesodermal (heart, (Director, MAX Planck Institute)
vasculature) and endodermal (pancreas, lung, liver) organs using zebrafish 29T, THUTAL
and mouse. One goal of our studies is to gain understanding of vertebrate BEHE .
) (RYDRTS VIR TALI5—)
organ development at the single-cell level.

Population genetics theory and its application to genomic data
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" https://gsbs.uth.edu/faculty/faculty-directory/
1 faculty-profiles.htm?id=1346199

FU, Yun-Xin

Visiting Professor

(Professor, School of Public Health, University of Texas Health
Science Center at Houston)

Development of population/evolutionary genetics theory and statisti-
cal methods for analyzing DNA sequence variation at various levels, in-
cluding between populations, individuals and cells within an individual for
understanding underlying evolutionary forces. J—, Ay
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Developing methods for evolutionary analyses of DNA and protein sequences
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http://abacus.gene.ucl.ac.uk/ziheng/

YANG, Ziheng
Visiting Professor
| am interested in developing statstical models/methods for recon- (Professor, University College London)

structing species phylogenies and in understanding the mechanisms of AN
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molecullar evolut|0|j, espemglly adaptive evolution. | am also interested in Lo S5q + P« O EE)
theoretical population genetics.

Human genetic variation and disease
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http://www.genetics.utah.edu/lynne-b-jorde/

JORDE, Lynn
Visiting Professor
We study human genetic variation to make inferences about human (Professor, University of Utah School of Medicine)

evolutionary history and to understand the ways in which genes contrib- I3—7, UV
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ute to disease. (A KRFEZSHR)
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